Manual for searching reports.
This manual aims to help you search for isolates and their attached sequence reports. For sequence search please also see ”Manual for searching reports using BLAST” for an alternative procedure. If questions arises that is not answered in this manual or you have other feed back please send it to info@fishpathogens.eu.

Remember: If you have access to reports with restricted information it is necessary to login in order to include these reports in the search.

Primary search form.

1. Go to the relevant home site:

If VHSV data is to be searched follow (http://www.fishpathogens.eu/vhsv/)

If IHNV data is to be searched follow (http://www.fishpathogens.eu/ihnv/)
2. Choose “search reports” under “search” in the top menu or follow the link:

VHSV (http://www.fishpathogens.eu/vhsv/search.php).

IHNV (http://www.fishpathogens.eu/ihnv/search.php).

3. On this page several search mechanisms are available. They can either be used separately or in combination with each other. Below is a description of the different options available.

Isolate Report: Here it is possible to make a free text search on the entire isolate report. To make search more specific it can also be chosen to search on a specific field in the isolate report (click on left drop-down menu to get the options available). Depending on whether the specific field is a free text field or a field with certain options the search field to the right will contain either a free text field or a drop-down list with available options. Click on the + to the right to add another search criterion.
Sequence Report: Here it is possible to make a free text search on the entire sequence report. To make search more specific it can also be chosen to search on a specific field in the sequence report (click on left drop-down menu to get the options available). Depending on whether the specific field is a free text field or a field with certain options the search field to the right will contain either a free text field or a drop-down list with available options. Click on the + to the right to add another search criterion.

Gene region: If you are interested in isolate reports with sequence reports spanning a certain gene region this can be specified here. It can also be specified whether only full length and/or partial reports should be included.
Sampling Date: Here you can define a time period and get all isolates sampled in this period. Dates should be written as YYYY-MM-DD. If “From” field is left blank when searching you will get all isolates older than or equal to the date in the “To” field. If “To” field is left blank when searching you will get all isolates newer than or equal to the date in the “From” field. In stead of writing the date it is possible to click the “…” to the right of the fields. This will make a calendar pop-up and allow you to select a date.
Isolate Report Last Modified Date: Here you can define a time period and get all isolates reports modified in this period. A new report added will to start with be recorded as last modified at the date it is added. Dates should be written as YYYY-MM-DD. If “From” field is left blank when searching you will get all isolate reports modified before or equal to the date in the “To” field. If “To” field is left blank when searching you will get all isolate reports modified after or equal to the date in the “From” field. In stead of writing the date it is possible to click the “…” to the right of the fields. This will make a calendar pop-up and allow you to select a date. 
Sequence Report Last Modified Date: Here you can define a time period and get all isolates reports containing sequence reports modified in this period. A new sequence report added will to start with be recorded as last modified at the date it is added. Dates should be written as YYYY-MM-DD. If “From” field is left blank when searching you will get all isolate reports containing sequence reports modified before or equal to the date in the “To” field. If “To” field is left blank when searching you will get all isolate reports containing sequence reports modified after or equal to the date in the “From” field. In stead of writing the date it is possible to click the “…” to the right of the fields. This will make a calendar pop-up and allow you to select a date.

Geographical Area: Here it is possible to retrieve all isolates located within a given radius of a certain location. On the map in the right side of the screen it is possible to scroll and zoom in on your desired location. Click on the location with left mouse button. This will make the coordinates of this point pop-up in the latitude and longitude windows to the left of the map. Choose the maximum distance from this point you would like to get isolates from.
Alternative search forms

It is possible to manually browse through all isolate reports in the database. The page can be found by choosing “Browse Isolate Reports” under “Isolates” in the top menu or by following this link:


VHSV (http://www.fishpathogens.eu/vhsv/browse_reports.php?type=1) 

IHNV (http://www.fishpathogens.eu/ihnv/browse_reports.php?type=1)
It is possible to manually browse through all sequence reports in the database. The page can be found by choosing “Browse curated sequence reports” on the front page or by following this link:

VHSV (http://www.fishpathogens.eu/vhsv/browse_reports.php?type=2)


IHNV (http://www.fishpathogens.eu/ihnv/browse_reports.php?type=2)

It is possible to find isolates by searching on a world map with all isolates plotted in. The page can also be found by choosing “Geographical Distribution” under “Isolates” in the top menu or by following this link:

VHSV (http://www.fishpathogens.eu/vhsv/geo_distribution.php)

IHNV (http://www.fishpathogens.eu/ihnv/geo_distribution.php)
