Manual for looking at search results.
This manual aims to help you look at your search results. For manuals on searching data please refer to ”Manual for searching reports” or ”Manual for searching reports using BLAST”. If questions arises that are not answered in this manual or you have other feed back please send it to info@fishpathogens.eu.

After doing a search:

On (http://www.fishpathogens.eu/vhsv/search.php) for VHSV

On (http://www.fishpathogens.eu/ihnv/search.php) for IHNV

a result page will show up offering you several ways to look at your results. Here the different options are described.
Matches Found

The number displayed here is the number of isolate reports included in your search result. The following options will be performed on this data-set.

View Summary Table
Click “view/download” to get a summary table of all isolates in the search. Clicking “select output” (or scrolling to the bottom of the page) will show a list of the different types of information that can be shown in the summary table. As default all information is shown, but if lesser information is wanted it is possible to deselect the unwanted information. After selecting what should be shown in the summary table click “Reload”. This will give a new summary table where only selected information is shown.
To view a specific isolate report click its ID number in the left side of the screen in the column “view report”.

It is possible to download the summary table in a format that can be imported in excel. Click “Download to excel (.csv)” and save the file on your computer. You can import by opening excel and select “Data/Import External Data/Import Data”. Select the relevant .csv file. It is important to define that commas separate each field. It is also advisable to define all columns as texts to avoid excel making its own formatting in the data.
Press “Select a different search result” to get back to your search result page.

View Full Records

Click “view” to view a list showing the full isolate reports and sequence reports belonging to these of all isolates in the search. For every 20 isolates a new page is generated.
Press “Select a different search result” to get back to your search result page.

Graph Data

Click “graph” to enter a graph tool. Here it is possible get an overview over the isolates in the search result by presenting data in a simple graph format. Choose which representation you would like to see and click “Graph” to visualize.
Press “Select a different search result” to get back to your search result page.

Statistics

Click “view” to view several statistics of the isolates in your search results. Open the type of statistic you would like to view by clicking the red headline. Close the statistics again by re-clicking the red headline.

Press “Select a different search result” to get back to your search result page.

Google maps

Click “view” to view the geographical distribution of the isolates in your search result using Google maps. Only isolates that has been given geographical coordinates will show up. It is possible to zoom and scroll using the tools in the left side of the map. In the upper right corner of the map it is possible to shift between map view and satellite view. Isolates are shown as red drops with a black dot. By clicking an isolate it is possible to get a short description of which isolate it is and by clicking on the “id” number it is possible to enter the isolate report for the specific isolate.
Press “Select a different search result” to get back to your search result page.

Google Earth

Click “view” to view the geographical distribution of the isolates in your search result using Google earth. For this function to work it is necessary to have Google earth installed on the computer. Only isolates that has been given geographical coordinates will show up. By clicking on an isolate followed by a click on its “id” number it is possible to display the isolate report for this isolate in the bottom of the screen. To learn more about the possibilities by using Google earth please see the help function in this program.

FASTA Files

Click “view/download” to open a new page where it is possible to view and/or download FASTA files of sequence reports attached to the isolate reports in the search result.
Start by choosing the gene region you are interested in. “Raw sequences” will give all sequences available in the search result in a non-trimmed form. If in stead a specific gene region is selected only sequences from this region is included in the output file. Raw sequences extending this gene region will be trimmed so that only the part of the sequence lying within the specific gene is returned. For protein coding gene regions it is possible to choose whether only sequences spanning the whole gene and/or partial sequences should be returned.
After selecting the region of interest press “Produce FASTA Files”. This will generate a FASTA file of all sequences in the search result fulfilling the criteria defined. If relevant also a FASTA file of protein sequences is generated. It is possible to download these files by clicking the relevant button below the window showing the sequences. These files can be imported directly into most standard sequence analysis programs.
Press “Select a different search result” to get back to your search result page.
